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Museomics’ X 2. %
51T / LA (Paleogenomics, ancient DNA)

Alan Wilson
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Krause, et al, Nature 2010
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9 A, Mbonaele 2
10 A%, Biaka

11 AV Kikuyw

12 A%, Ibo

13 A%, Mandenka
14 Av. EMik

15 At Effik 2

16 Av. Ewondo
17 A%, Lisongo

* 18 A%, Yoruba

19 A%, Barmiokeo

20 Ax. Yoruba

21 Asia Evenki

22 Asa Khirgiz

23 Asia Burat

24 Am. Warso 2

25 Am. Warso

26 New Guinea Coast
27 Aust. Aborigine 3
28 Asia Chinese

37 New Guinea High

~ 38 Now Guinea High 2

39 Evr. Ralon

40 EN Kostenkd 14
41 Asia Uzbek

42 Asia Korean

43 Polynesia Samoan
44 Am. Piman
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Approximate anatomical similarity to

possible closest relative lineage

H. floresiensis

East Asian H. erectus

Southeast Asian H. erectus
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H. luzonensis
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(Bergstrom et al, Nature 2021)
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3—Aw /N
>EEBELRNILDOEEZRMEIEL
B 41> K - 3—0Ov/NEIk

{ tongue(Z:E)
Zunge( N 1V EE)
langue(7 7 > X E8)

AR - I—AOvV/\EEDOFEEDETCHEREZ
5T/ LATEITL., SEEETCDEE = LK

W
STEPPE IN TIME
An ancient-DNA study links the Corded Ware culture of northern Europe with the Yamnaya culture of the
Eurasian steppe. It points to a mass migration northwest that would support the Steppe hypothesis, one
of two theories that compete.to. explain the origins of the Indo-European family of languages.

Corded Ware
Steppe hypotl sis
Yamnaya 5,000-6,000 yea 30
Herders on the Eu steppe
expanded their ran e, ropelle:
Black Sea e o estication of horses
and inven

Anatolian hypothesis /
8,000-9,500 years ago

Farmers migrated out of

the Middle East, replacing

or interbreeding with the
resident hunter-gatherers.
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An ent-DNA st tdyl inks the Corded Ware culture of northern Europe with the Yamnaya culture fth
Eu tpp It points to a mass mgrat rth est that would support the Steppe hyp othesi
oftwoth s that compete.to explain the g Hh Indo- E ropean family of languages.

Corded Ware
Steppe hypothesis
Yamnaya 5,000-6,000 yea 30
Herders on the Eu steppe
expanded their ran e, ropelle:
Black Sea e o estication of horses
and inven

Anatolian hypothesis /
8,000-9,500 years ago

Farmers migrated out of

the Middle East, replacing

or interbreeding with the
resident hunter-gatherers.
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Home  Features Chapters Languages  References  Authors

Feature 81A: Order of Subject, Object and Verb

Values
, e
u Q@ sov 565
This feature is described in the text of chapter 81 Order of Subject, Object and Verb | by Matthew S. Dryer | cite Ps svo
SV 488
You may combine this feature with another one. Start typing the feature name or number in the field below. O VSO 95
x 81A: Order of Subject, O vos 25
Object and Verd Submit
o o
. osv 4
() No dominant order 189
Legend~  Icon size~ Show/hide Labels GeoJSON~

‘ Leafiet | © OpenStreetMap
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|

Feature 66A: The Past Tense Values

o-

I

THE WORLD ATLAS 5
OF LANGUAGE STRUCTURES
ONLINE .

N\

Home Features Chapters Languages References Authors

(© Present, no remoteness distinctions 94
This feature is described in the text of chapter 66 The Past Tense | by Osten Dahl and Viveka Velupillai | cite
-— J ‘ Present, 2-3 remoteness distinctions 38
You may combine this feature with another one. Start typing the feature name or number in the field below. . Present. 4 or more remoteness distinctions 2
| x 66A: The Past Tense Submit o No past tense 88
Legendv  Iconsizev Show/hide Labels GeoJSON v

+ ~
- - . -
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Genome language Components in language
gene”?

'l'( H H }—D—‘ H'| ’- l Phoneme H Grammar '—[H Lexicon
Vertebrates' Human-
=il SRR ==

specific regions specific
word order Past tense

Characteristics of grammatical
components

Genomic history <) Similarities in grammar
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Music (songs) can be quantified like genetic data (SNPs)

CantoCore + CantoMetrics Dataset

41 Musical factors of songs(rhythms, pitch, etc.)

population

eaCh Song B liAl " EG | D T [ F— [— | w | X | Y | Z 1 AA 1 AB | AC | AD 1 AE
. . . 1 Song NE. R amelll 12 Beat (a-met Ba. Discrete pit CM30, Tremole 35. Rasp (extre CantoCore ID 1(CantoCore#)1 2 No of beats 3. Beat sub~dn 4. No. of sub=b 5. Syncopation 6. Motivic redu 7. Durational vi 8. Tonality
(lﬂlelduaI) N\; 0 1 0 1 1528 a n/a n/a n/a n/a i ea
T = Ainu (Hokkaido) 0 1 1 0 1693 a n/a n/a n/a n/a i i ad
7 ————> B Ainu (Hokkaido) 1 1 1 1 1406 d a ¢ a il il i e e
5 Ainu (Hokkaido) 1 1 1 1 1542 ¢ a ¢ a i i a
6 | 5 Ainu (Hokkaido) 1 1 1 1 1401 ¢ a c a ii d
7 5 Ainu (Hokkaido) 1 1 1 1 1563 d a c » i d
8 Ainu (Hokkaido) 1 1 0 1 1347 @ 2 c 0 iii 2
9 B Ainu (Hokkaido) 1 1 0 1 1458 ¢ a c b i a
10 | b Ainu (Hokkaido) 1 1 1 1 1331 d a ¢ a i d
1 | Ainu (Hokkaido) 1 1 0 1 1414 ¢ a ¢ s W d
12 Ainu (Hokkaido) 1 1 0 0 1395 d a c a i a
13 Ainu (Hokkaido) 1 1 1 1 1567 d 2 c 2 iii 2
14 Ainu (Hokkaido) 1 1 0 1 1343 0 a c ) i a
15 | Ainu (Hokkaido) 1 1 0 1 1517 4 a ¢ a i e
16 | b Ainu (Hokkaido) 1 1 0 1 1427 4 b ¢ ) i s
17 6 Ainu (Hokkaido) 1 1 0 0 1702 d a c a iii d
18 Ainu (Hokkaido) 1 1 1 1 1481 ¢ 2 c . ii d
19 B Ainu (Hokkaido) 1 1 1 1 1727 d 2 c b i e
. 20 | B Ainu (Hokkaido) 1 1 1 1 1682 d a ¢ a ii a
Patrick Savage Steven Brown 21 | Ainu (Hekkaido) 1 I 1 1 1338 a ¢ a i d
22 Ainu (Hokkaido) 1 1 1 1 1560 d a c b i 2
23 Ainu (Hokkaido) 1 1 1 1 1326 ¢ a c 5 i a
24 Ainu (Hokkaido) 1 1 0 1 1350 ab i d
25 | Ainu (Hokkaido) 1 1 [ 1 1515 d a il a
26 | b Ainu (Hokkaido) 1 1 0 1 1575 4 a ; il a
27 | 5 Ainu (Hokkaido) 1 1 1 1 1723 d ; i d
28 | Ainu (Hokkaido) 0 1 0 1 1666 a i e
29 B Ainu (Hokkaido) 1 ! 0 1 1320 b i d
(Romax 1976, Savage etal. 30 | B Ainu (Hokkaido) 1 1 0 1 1459 d | i a
. 31 Ainu (Hokkaido) 1 1 0 1 1465 d a il d
2012; Savage et al. 2015) 32 | Ainu (Sakhalin) 1 1 0 1 2233 ¢ i i a
33 | Ainu (Sakhalin) 1 1 0 0 2234 ¢ ; d
34 Ainu (Sakhalin) 1 1 0 0 2261 ab d
0 0 0 0

>
~
®

35 Ainu (Sakhalin) 2235 a
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BRmTHE. BRATHE, HERETE L ORFRR Matsumae et al, Sci. Adv. 2021
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s
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log10(genome size)

- IR (BT ~HEREEN)

7T/ LB TIRGEARNS

5.0- median= median= median= median= median= median=
: 0.04 (Mb) 3 (Mb) 1.62 (Mb) 430.2 (Mb) 33.47 (Mb) 834.01 (Mb)
2.51
/
0.0 %
[Homo s‘vapiens\
=2.5
3272.09 (Mb) |
n= 19465 n= 27180 n= 1757 n= 620 n= 2265 n= 1958
viruses bacteria archaea plants fungi animals
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Oxford University Scientific Society, 2020.
https://www.facebook.com/OUSciSoc/photos/a.320619098037316/280
4993669599834/?type=3
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Revisiting museomics :
EEDETDT —F DFEYFE

-ome: ¥afR

(7 / LCBEE UAGW) EERRXDS
YR AR 3 — 45 DIRAT

museome Y EEIEAXDNAXEY L RMET — %
- « DNALIN D FI5%
museomics Ay

(I, NAAA Y TARXTAIVARESEZ1—AL T —,
2018; Al - HRM. &F:HP)



